Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; R factor = 0.028; wR factor = 0.084; data-to-parameter ratio = 15.3.
In the title complex, [NaCu(C 22 H 18 N 2 O 4 )Cl(CH 3 OH)], the Cu atom lies nearly in the plane defined by the N 2 O 2 core of donor atoms, the out-of-plane distance being 0.001 (2) Å . The anion provides a planar cavity of four O atoms which accommodates a sodium cation. The coordination geometry around sodium is completed by the methanol O atom and a chloride ion. The four O atoms define a coordination plane containing the sodium cation [maximum displacement from the mean plane through the five atoms = 0.152 (3) Å for Na]. The crystal structure is stabilized by intermolecular C-HÁ Á ÁCl and O-HÁ Á ÁCl hydrogen bonds, which link the molecules into dimers. The crystal packing is further stabilized by weakstacking interactions [centroid-centroid distances of 3.442 (4), 3.482 (3), 3.350 (2), 3.531 (4) 3.575 (2) and 3.604 (2) Å ].
Related literature
For related literature, see: Molina et al. (1998); Lo et al. (2004 Lo et al. ( , 2006 .
Experimental
Crystal data [NaCu(C 22 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1 2 ; y À 1 2 ; Àz þ 3 2 ; (ii) Àx þ 1; Ày; Àz þ 1.
Data collection: SMART (Bruker, 2001); cell refinement: SAINT (Bruker, 2001); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used stacking, and van der Waals interactions is also an important process in the formation of noncovalent supramolecular frameworks (Lo et al., 2006; Molina et al., 1998) . The title compound, (I), was prepared by employing N,N'-1,2-Phenylene-bis(3methoxysalicylideneiminato) as ligand. Here we present its crystal structure.
In the title complex,(I), the copper atoms lie nearly in the plane defined by the N 2 O 2 core of donor atoms, the out-ofplane distances being 0.001 (2)Å. The anion provides a planar cavity of four oxygen atoms which accommodates a sodium cation. The coordination geometry around sodium is completed by the oxygen atom from methanol molecule and chloride ion. The four oxygen atoms [O1,O2,O3,O4] define a c0ordination plane containing the sodium cation (maximum displacement from the mean plane through the five atoms: 0.152 (3) Å for Na). The crystal structure is stabilized by intermolecular C-H···Cl hydrogen bonds, which link the molecules into dimers. The packing is also stabilized by six intermolecular π-π stacking interactions, with relatively short distance Cg1···Cg4 i 3.575 (2) Å, Cg1···Cg5 ii 3.482 (3) Å, Cg2···Cg2 i 3.604 (2) Å, Cg2···Cg4 i 3.350 (2) Å, Cg3···Cg3 ii 3.442 (4) Å, Cg3···Cg5 ii 3.531 (4) Å, where Cg1, Cg2, Cg3, Cg4 and Cg5 are centroids of Cu1/N1/N2/C9/C14, Cu1/O2/N1/C6-C8, Cu1/O3/N2/C15/C16/C21, C2-C7 and C16-C21 rings, respectively [symmetry code: (i) 2 -x,1 -y,-z, (ii) 1 -x,1 -y,-z].
The phenylene bridged Schiff base ligand N,N'-1,2-Phenylene-bis(3-methoxysalicylideneiminato) was prepared in excellent yield (92%) according to the literature method (Lo et al., 2004) via the condensation of 1,2-diaminobenzene with o-vanillin and 5-(4'-methylphenyl)-3-methoxysalicylaldehyde, respectively, in a 2:1 mole ratio. The 1 H NMR spectrum of Schiff base ligand in CDCl3 showed a singlet at δ 8.60 for the imino protons and a broad singlet at δ 13.23 for the hydroxyl protons, respectively.
To a solution of the N,N'-1,2-Phenylene-bis(3-methoxysalicylideneiminato (0.38 g, 1 mmol) in methanol (10 ml), 0.134 g (1 mmol) CuCl 2 , 0.06 g (1 mmol) NaCl powder was slowly added. After stirring for four hours, the solution was filtered to remove the precipitate and placed in a desiccator filled with methanol. Brown crystals were obtained about one week supplementary materials sup-2 Refinement All H atoms were found on difference maps. The hydroxy proton atoms were refined freely, giving an O-H bond distance of 0.86 Å. The remaining atoms were placed in calculated positions, with C-H = 0.93 or 0.96 Å, and included in the final cycles of refinement using a riding model, with U iso (H) = 1.2 times U eq (C) (1.5 U eq for methyl). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cu1 0.245877 (17) (9) 0.0337 (7) 0.0093 (7) 0.0017 (6) 0.0075 (7) O2 0.0328 (6) 0.0442 (7) 0.0327 (6) 0.0075 (5) 0.0062 (5) 0.0032 (5) O3 0.0327 (6) 0.0502 (7) 0.0337 (7) 0.0075 (6) 0.0069 (5) −0.0006 (6) O4 0.0513 (9) 0.0869 (12) 0.0361 (7) 0.0088 (8) (7) 0.0059 (7) −0.0036 (7) C7 0.0292 (8) 0.0284 (8) 0.0349 (9) −0.0024 (7) 0.0015 (7) −0.0024 (7) C8 0.0343 (9) 0.0343 (9) 0.0323 (9) −0.0037 (7) 0.0081 (7) −0.0028 (7) C9 0.0361 (9) 0.0382 (9) 0.0336 (9) −0.0056 (8) 0.0000 (7) 0.0024 (8) Symmetry codes: (i) −x+1/2, y−1/2, −z+3/2; (ii) −x+1, −y, −z+1. Fig. 1 supplementary materials sup-9 Fig. 2 
